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Publications

1. Oizumi, Y, et al., *Kanoh, J. Shugoshin forms a 3) Tashiro, S., etal., *Kanoh, J. Subtelomeres 5)  Fuijita, I, et al.,, *Kanoh, J. Telomere-nuclear
specialized chromatin domain at subtelomeres and constitute a safeguard for gene expression and envelope dissociation promoted by Rap1
regulates transcription and replication timing. Nat chromosome homeostasis. Nucleic Acids Res 45, phosphorylation ensures faithful chromosome
Commun 7, 10393 (2021) 10333-10349 (2017) segregation. Curr Biol 22, 1932-1937 (2012)

2) Inoue, H., et al., *Kanoh, J. Casein kinase 2 4)  Tashiro, S., et al., *Kanoh, J. Shugoshin forms a
regulates telomere protein complex formation specialized chromatin domain at subtelomeres and
through Rap1 phosphorylation. Nucleic Acids Res regulates transcription and replication timing. Nat
47, 6871-6884 (2019) Commun 7, 10393 (2016)
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Publications

1. Kurihara M, Miyanari Y. et al., Genomic profiling by 3. Miyanari Y. et al., Live visualization of chromatin 5. LiY*, Miyanari Y*, et al., Sequence-specific
AlaP-seq reveals transcriptional regulation by PML dynamics using fluorescent TALEs, Nature microscopic visualization of DNA methylation status
bodies through the DNMT3A exclusion. Molecular structural & molecular biology 20(11) 1321-1324 at satellite repeats in individual cell nuclei and
Cell, S1097-2765. 2020 2013 chromosomes, Nucleic acids research 41, e186

2013

2. Fuchigami T, Miyanari Y, et al., Discovery of 4. Miyanari Y. and Torres-Padilla ME, Control of
INCENP-derived small peptides for cancer imaging ground-state pluripotency by allelic regulation of
and treatment targeting survivin, Cancer Science, Nanog, Nature 483(7390) 470-473 2012

111(4):1357-1366, 2020
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Masuda, K., Ikeda, Y., et al., *Akagi, T.
Reinvention of hermaphroditism via activation of a
RADIALIS-like gene in hexaploid persimmon. Nat
Plants 3, 217-224 (2022)

Song, Q., Ikeda, Y., et al., *Chen, ZJ. Single-cell
RNA-seq analysis reveals ploidy-dependent and
cell-specific transcriptome changes in Arabidopsis
female gametophytes. Genome Biol 21,178 (2020)

letter 06

*lkeda, Y., et al., *Mathieu, O. Loss of CG
methylation in Marchantia polymorpha caused

disorganization of cell division and reveals unique

DNA methylation regulatory mechanisms of
non-CG methylation. Plant Cell Physiol 59,
2421-2431 (2018)

. lkeda, Y., et al., *Mathieu, O. Arabidopsis proteins

with a transposon-related domain act in gene
silencing. Nat Commun 8, 15122 (2017)

. lkeda, Y., et al., *Kinoshita, . HMG domain

containing SSRP1is required for DNA
demethylation and genomic imprinting in
Arabidopsis. Dev Cell 21, 589-596 (2011)

1.

*Qchiai, H., et al., Genome-wide kinetic
properties of transcriptional bursting in mouse
embryonic stem cells. Sei Adv 6, eaaz6699 (2020)

#*Seirin-Lee, S., et al., #*Ochiai, H., Role of
dynamic nuclear deformation on genomic
architecture reorganization. PLoS Comput Biol
15, €1007289-e1007289 (2019)

*Qchiai, H., et al., Simultaneous live imaging of
the transcription and nuclear position of specific
genes. Nucleic Acids Res 43, €127 (2015)

*Ochiai, H., et al., Stochastic promoter activation
affects Nanog expression variability in mouse
embryonic stem cells. Sei Rep 4, 7125 (2014)

. Ochiai, H., et al., TALEN-mediated single-base-pair

editing identification of an intergenic mutation
upstream of BUB1B as causative of PCS (MVA)
syndrome. Proc Natl Acad SciUS A 111,
1461-1466 (2014)
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1.

Harada, A.t, Maehara, Kt. et al. Histone H3. 3
sub-variant H3mm?7 is required for normal skeletal

muscle regeneration. Nature communications 9,

1-13 (2018).

Harada, A.1, Maehara, Kt et al. A chromatin
integration labelling method enables epigenomic
profiling with lower input. Nature cell biology 21,
287-296 (2019).
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Handa, T.T, Harada, A.t, Maehara, K.t et al.
Chromatin integration labeling for mapping
DNA-binding proteins and modifications with low
input. Nature Protocols 15, 3334-3360 (2020).

Maehara, K. et al. Modeling population size
independent tissue epigenomes by ChlL-seq with
single thin sections. Molecular systems biology
17, 10323 (2021).

Fujii, T.t, Maehara, K.t*, Fujita, M. & Ohkawa*, Y.
Discriminative feature of cells characterizes cell
populations of interest by a small subset of genes.
PLoS computational biology 17, 1009579
(2021).

1.

Jones, M.J.K., Takahashi, T.S. et al., *Jallepalli,
P.V. Human DDK rescues stalled forks and
counteracts checkpoint inhibition at unfired origins
to complete DNA replication. Molecular Cell 81,
426 (2021)

Terui, R., et al., *Takahashi, T.S. Nucleosomes
around a mismatched base pair are excluded via
an Msh2-dependent reaction with the aid of SNF2
family ATPase Smarcad1. Genes Dev 32, 806
(2018)

Kato, N., Takahashi, T.S. et al., *Gautier, J.
Sensing and Processing of DNA Interstrand
Crosslinks by the Mismatch Repair Pathway. Cell
Reports 21, 1375 (2017)

Kawasoe, Y., et al., *Takahashi, T.S. MutSa
maintains the mismatch repair capability by
inhibiting PCNA unloading. eLife 5, 15155 (2016)

Higashi, T.L., et al., *Takahashi, T.S. The
prereplication complex recruits XEco2 to
chromatin to promote cohesin acetylation in
Xenopus egg extracts. Curr Biol, 22, 977 (2012)

RNG Newsletter 06 | 09



A 0 1 AERRIIET/LEROBERNEREESE

T/ LIEHRICE SERFRBEEE

BRIV T HIEAN =X LOEEH

%Vi#@@ﬂ&r}bi%ﬁ% EF THHIESER IRV, EEMABaN IV VTR
EEFNICRESNTED, AR L2 TOERMFBRRIPEESNTWEY, —A. g%z
EOHILBYOERFIA AICIZBRELR DT RN EER T BT/ LBRICEDE
SN TNBZENHENTVNET (M A), Ihid, IERESET1FIvIICEBEIE(L
TRRATIE AV TR TE > EDERBRREROBWENEFIZofcd &R
LTWaOhbLhEEA, COBBEDH., b MERBICEWTIEW DA DR ERNRIE R

RMEIBERR T 27/ ACRFZFHMAENRB R OB PEADEEFEFEINTES
I ST/ LBIHRE D RREEBSATRS>TWER Ao
DNA #BRICEWTIF) =T 7 #HINER LU TERSNADIC U, FFVT#HELT
IBEFHICERSNDMIET S U7X ME BICDNA UA—EIck > Tl SN E ., 22T
DNA UA—EZHEZEL. ME75 07X NeESTAHRMERE UcEFI—T VAT,
F2EEREOEUBBROMNBEEEZHENICAE CEET (K B). D Okazaki
sequence (OK-seq) %ld. HEFER®D DNA UH —RERSHZEMZRLNTRIKRD
NELEHA EMARRICEWTIE DNA U A —EEZWERLRE ST 2 ENED > oIz,

A
IS BRI
.«
¥/ L FE/ Lt

(A 285  (EXRAERHE D)

'

L
(BB hts I T8E)

L

umumn-n o

F—F L FIOVEE

BRIz HBDFEEA #
ZT R BEDOMRETHALL
F—FIIFIOVEREE MDD
DNA Y A —+t LIGT & LIG3 IZ I
BU UAYREAMICED LUGT &
LIG3 Z=# B LINIC R E T 2
ZENATRERE MfEEER LEL
2 (M C)o INSDHIBICHE VT,
OK-seq &H 72 S HRICHIF25¢
MARENMAAERSLIER
TA—DBE/Y U ERET ST
EICEIILFE LU (M D), Al
ZFBLT S BN SR EICH

RARE
= 7
s TA
EILERFIFFRT - F%
mkanemak@nig.ac.jp
http://kanemaki-lab.sakura.ne.jp/jpn/

o - OB RO ZIL LB
£ FHCT1 1S9E1C 250+ 2 MU s tmtel %%Iﬁ,’@ @,1$%;L_<\:®B§'f¥‘ lﬁ%
r SO T W VY S— B e ]
BATLE T
T PP TY TIPS POy e Lo e mmm
= = e
Publications
1. Saito, Y., Santosa V., Ishiguro, K., *Kanemaki MT. 3.  *Kanemaki, MT. Ligand-induced degrons for 5. Yesbolatova, A., Saito, V., Kitamoto, K.,

MCMBP promotes the assembly of the MCM2-7

in human cells. eLife 11, €77393 (2022)

4. Saito Y., *Kanemaki, MT. Targeted Protein
Depletion Using the Auxin-Inducible Degron 2
(AID2) System. Curr Protocols 1, €219 (2021)

2. Negishi T, Kitagawa S., Horii N., Tanaka, Y., Haruta,
N., Sugimoto, A., Sawa, H., Hayashi, H., *Harata, M.,
*Kanemaki MT. The auxin-inducible degron 2 (AID2)
system enables controlled protein knockdown during
embryogenesis and development in Caenorhabditis
elegans. Genetics 220, iyab218 (2022)
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studying nuclear functions. Curr Opin Cell Biol
hetero-hexamer to ensure robust DNA replication 74, 29-36 (2022)

Makino-Itou, H., Ajima, R., Nakano, R., Nakaoka,
H., Fukui, K., Gamo, K., Tominari, Y., Takeuchi, H.,

Saga, Y., Hayashi, K., *Kanemaki, MT. The

auxin-inducible degron 2 technology provides
sharp degradation control in yeast, mammalian
cells, and mice. Nature Commun 11, 5701-5701
(2020)
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EARU—=H =D
HHEOIEY / LEREE

IO TS/ L. QE?’E%&O)Bﬁ%‘%t:tﬁEﬁ@t:?ﬁEﬁéhi@“b\‘ ME> T FILITS IS
LTERICELE T, i, BllROBCEENSORBHORICIE. FER/TDHICL
T2 DDORMBICEBDZTET/ LADTER - %ll?%éh%féx%b%bi% UL UEHAYS, T
ABYHABEDOIENRDHICENT, BRBIEY/LADEDLSICTA - #ERSh 20N
FBESHTIFHDET Ao Ffc, DNAERBLDOEI MY XFIALDESRICELT, 15—
)= —DEE/ER. U—4F—D bridging fEENRE SN TVWETH, KIERHAB SR
MNELBDET, FlFINFETIT, ES HIED H3KIme3 DI EEE ICB 2 A BEE D H
BEANY = —ZREL, ESHEOBEZERNSDRBBICEETHDIEHHELSHIC
UE Uz FITARMETIE, YU ES MBEOIER DD H3KOmMe3 EREIEIC
BHFZ LR —DBRBEIZFEALET, BEAENICIE, AR —F—DEE T+ —
INDERE - £BERTFORE - FiE7OYF Y LD H3KOmMe3 EEINDEEXES
MCULET, AFFTICE > T I/ ABHROBEEEE ICRITDER N -5 —DEB
DNRENBIZF TR, MLV T FIVITIEUTIES S/ AN S RIC LT DA DR,
T/ AOENTER DD TEBORBICEND I ENFINET,

EHmo 6

FUAESKHROIFRFSEBOLIES / LR
Esis EHEHBER YU —F—ORE OREA

EZ R
rpie s

128

NMIEHE
ERSTEY ) AORE / \ rosavry
r wil) ¥ ogLnoovEy
ML SOES ERFYU—5— Q
REBLEY /LD IR / \ ORE7 . /
O swezky 13K
<C) I wLveary o

FERE & Wk
st e B
BRIICT/ LADERE
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¢ HEL T FIICHUTIE S S LD ESMICE(L T SHEHOMRE
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mEARE
ARER RAET
EZD AR 5 — AT
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nhattori@ncc.go.jp
https://researchmap.jp/nackohattori

EMBZETEY S Lok p peree
el < @ (@ * TEY / AOERHHEUOHFREORES
- o * BEEMPHATRORE
Publications
1. *Hattori, N., et al., *Ushijima, T. Combination of a 3. Zong, L.,#, Hattori, N.,% et al., *Ushijima, T. 5. Hattori, N., et al., *Shiota, K. Epigenetic control of

LINC00162 confers sensitivity to
5-aza-2'-deoxycytidine via modulation of an RNA

synthetic retinoid and a DNA demethylating agent
induced differentiation of neuroblastoma through

retinoic acid signal reprogramming. Br J Cancer splicing protein, HNRNPH1. Oncogene 38, 5281 17063 (2004)
125, 1647 (2021) (2019) $Equally contributed.
2. Hattori, N., et al.,*Ushijima, T. Novel prodrugs of 4. Hattori, N., et al., *Ushijima, T. Visualization of

decitabine with greater metabolic stability and less multivalent histone modification in a single cell

toxicity. Clin Epigenetics 11, 111(2019) reveals highly concerted epigenetic changes upon
differentiation of embryonic stem cells. Nucleic

Acids Res 41, 7231 (2013)

mouse Oct-4 gene expression in embryonic stem
cells and trophoblast stem cells. J Biol Chem 279,
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T /LEHREVTDIT 7=V 4EHDI R E

ERFARICHITEREIEEYMFRY

RERNGIEBEDNAEETHEH/ 7V 4EH (G4) BiEIR. EYEZRDLIT TR
MICFEELEY, Rif. ZOMEATORFEEDIERIN. EYENEEORLEBESN
TWEY, G4 3T/ AICABEN DN IIITIEBRL BT RBELENEELRREZ
RcUE T, G4 DB BIRIE. HIFEPRORE (1A D FRM. TET/L) W 4K
WTHAFIVIICEFHLUTWSHEEDDD, CNETRASNTWSEERIFT /LB
BTHBHEEAET, G4 I BETOE—Y—DEFICEESNTEE I LD HEN
TWEUcH DNA EHERDEFBICOFEET I ENHELH LD EEFABADES
MNRBEINE LT, FAcBIRREICHCS DNA EHOHIEHEE ORI S, G4 HMER
ZIHIT BV OANTFUBDOMRELUTHEET 22 HK B LE UL, oo RIBREREA
BREEETILEVARD S, RNA-DNA /\1TUw R EICTERENS G4 DMEEFRRAIC
EERREZRCIVERZRELVLE Ufce KR TR T /LBHRELTD
G4/RNA-DNA hybrid OB TDY A+ v 773 2mhY. DNA EHFRZFIET 2 X
NZX LR, Z0EYZHNEE - EENERERILLET, S5IC. TOXHZXLA
WEYEZBZITHEEET 2T REN - ERMZRIELE T, 2L T COMADSESHIC
BOTCERFARICDERIZ Y MefiABLE, EREMZNFRICKID, ERFBZR
INERENSBBRY 5 EICHAETT, £fc. G4/RNA-DNA hybrid Z:8:#9 57 0—7
ZRWT T/LE G4 VT FILERBRERNICHETL, MRRDT(FIIRZRR1EL, B
BRBCERE DY FILEDRBEZRITLE T,

DNA 75505904 | | DNAMIRR |
s o0OXF>
1S Il 1

—I TET A
e 1
5 ) NEEN t) FNSREIED

WH | DNA G4 RNAG4 Hybrid G4

X 2
B3

FAERE
NEEEEARREELR ST
ERERPWRLE - iR
masai-hs@igakuken.or.jp
https://www.igakuken.or.jp/genome/

G4(J 7=V AEH) DEIRIGHERE:
G4l Zix/aF . MROY —TDNA
BELUPRNAH B W IERNA-DNA
hybrid EICFER S I EE5T
2L BEKRBRIGZHEUE T A
FETlE B ICRNA-DNA Hybrid
LIS n2GABEICIRELIE

®BEIOT S BET L hO { L
Fizkinbd NS> BT BFEBAN I LEENZENERD
| DLRIER - S | BREEELET.
1. Kanoh, Y, et al., *Masai, H. Rif1 binds to 3. Yang, C-C., et al.,, *Masai, H. Cdc7 activates 5. Yoshizawa-Sugata N, et al., *Masai H. Loss of

G-quadruplexes and suppresses replication over replication checkpoint by phosphorylating the
long distances. Nature Struct Mol Biol 22, Chk1 binding domain of Claspin in human cells.
889-897 (2015) E-life 8, pii: €50796 (2019)

1
2. Yang, C-C., et al., *Masai, H. Claspin recruits Cdc7 4. *Masai H. et al. Detection of cellular G-quadruplex

kinase for initiation of DNA replication in human by using a loop structure as a structural
cells. Nature Commun 7, 12135 (2016) determinant. Biochem Biophys Res Commun,
531, 75-83 (2020)
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full-length DNA replication regulator Rif1 in
two-cell embryos is associated with zygotic
transcriptional activation. J Biol Chem 297,

01367 (2021)

ABMRIEIET/ LIFHRERERE IC K S MR A 0 2

H3K4AXFIL{LEERFIEICEKS
=il

a2

IEY 1 RT A ATIRHEM BRI EZEYE THEEICRURTEINTWSIEN S,
BRANESEEZEYOMNE U ERICLARIN NS, — A TEEEZEY TR
JLDIEXALEBIETHROEMICHN, TET/ABRIISHEEEESLTVSD, 20
FECERITTDICEBINTWRW, FIZ LB TIFE—O H3K4 AF)L{b R
(HMT) T$%2 Set] N2 TOER LY H3K4 XF)UEREZIRET BHN. ERNTIE 10 UL
FDBEREHD H3K4A HMT ELTHESNTWS, B EZNBRITH SEME DB LT E
ZLEYFNRBIIKECERDZZENPESHER>TET (Sugeedha J et al. 2020,
Epigenetics)o MLL BxfER! 2 BB AIMMBE OB HEICBL 2R LB B IFEMETIE
EXRYHIKARNUXAFILIEDZELUWTTENR O 515 (Wong SHK et al. 2015,
Cancer Cell), EFEE IE shRNA 41 TSV IC L BB H3K4 HMT EEE BTN S,
2R} Set] EBEHRAAVEEDEB LTz KMT2F (SETD1A) MEIMFEMIEDEFER
PMEMEHIICRAETH D EERBH UK (Hoshii T. 2018, Cell)o ULNULBHYS, HINHE
HAZICEWTIE KMT2F DX FIULEMEL D BFTHREEEE R A1 (FLOS) & Cyclin K &
DIEED HMT SEMESEIREFNICEEZHIH T2 2R E Uico KMT2F FLOS KXY
DEEBENEZ D S E AN B MRS CE 2 REANG HMT SEHEOZ SIS+
MNTERATHRTWRW, 2T AFFFR T in vivo BIME TEIK H3K4 HMT ZH#EEEM
ICERMS 2, In vivo TEW H3K4 XFILEDRR E B2 EBREZRTE L. BEEN A1V #F
ITERMNSIET/ AEREEMBEEENE T 2AMROREZENAIEZBTET,

H3KAAFILLEE R AF AL EEHIE B MLL-r B4R

Hoshii T et al. Cell, 2018 B H3K4me3 0FEA
RS IEMERRIETE
® — Ve
Bl aE a1k - {Ba%E
Wong SHK et al.

Kdme3 Cancer Cell, 2015

AFILEIETFR Bun?
et riry \\\?H
@ -

ZOlIDH3K4
AFIALEER?

H3K4 X FILERREEIC K SAMMBIET / LSHETENORN

BIET/ LIRIREREBDOERA

mERARE
|=]

BEFE #X
TFERFAFBESTRE - #
hoshiit@chiba-u.jp
https://www.m.chiba-u.ac.jp/class/
moloncol/staff_hoshii.html

1. Tadokoro, Y., Hoshii, T., et al., Spred1 Safeguards 3. Hoshii, T., etal, Hirao, A., Loss of mTOR complex 5. Naka, Kt, Hoshii, Tt., etal., TGF-beta-FOXO

1 induces developmental blockage in early
T-lymphopoiesis and eradicates T-cell acute
lymphoblastic leukemia cells. Proc Natl Acad Sci
USA. 111, 3805 (2014)

Hematopoietic Homeostasis against Diet-Induced
Systemic Stress. Cell Stem Cell. 22, 713 (2018)

2. Hoshii, T., et al., Armstrong, SA., A non-catalytic
function of SETD1A regulates Cyclin-K and the DNA
damage response. Cell. 172, 1007 (2018) 4.  Hoshii, T., etal., Hirao, A., mTORC1 is essential

for leukemia-propagation but not stem cell
self-renewal. J Clin Invest. 122, 2114 (2012)

signalling maintains leukaemia-initiating cells in
chronic myeloid leukaemia. Nature. 463, 676 (2010)
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HERHREOEREBEICHITS
FET/ LNIGERHIEHI D EE DR

HINBEDIET/ LERERICERBUT:
R A EIER DR

«al\Z

AMBEHEEAME (acute myeloid leukemia; AML) [FZ £ FRETFEENRHREIC
FEFTZIENHSNTNS, HE, AML THOENDBIETESICED7O0—>EEmA
AML EELFICAELUTH D, EKICIEY 21T 7 ZERHICh D02 DNMT3A, ASXLI,
TET2 B FREDEBNCOIVA—VHEMICEWTEEEICRSNZ ZENBHSHIC
Bolce BHTH DNMT3A ZEIFEERDFFOAL E DD, DL SBREZNGAEDE
Blcbhh 59, DNMT3A ZEN AML DFREFEAICEWTRICTREIDEEIENEL
TD DNMT3A OEZHICEAU TERBERENZ W, DNMT3A ZE(F—fFIcBiETIFAMm

BDS5, DNMT3A ZIEE(LLTH, MIIRELFEEDOFE F TR/ AERERBICK
DRFESNBIEI XTIV REMMNFEIT BHEMENDD. COLXSBEFIZL

kurokawa@m.u-tokyo.ac.jp
kurokawa-tky@umin.ac.jp

FlfEE. REDRICIIECERICEDZOHEE YL, H25 IV TICBZENE
HIRZELELET, I0bb, E8 - SN TWSIRT/LIEHRE, HHFAIVITE
BT BYRHEBERBET SN TERT,

KNz BET 2 AR RIE. TET SRS (REBELE) hoFESNITE
DR EBD FTWTERDOMEEZILR L. ZUTRORIAIICIE Y H1H1E LKAl
MEMELET, CDTAFIvIRBMEBIEIE. ¥ORIEERE 6 HE (E6) h5E10 D
HIH 4HETREET, LT ANAHEREHMRIEZEN <suWhsZa—AYZE, 2L

HROBHBRICIES>THNRE ([CKEBEAREENHENSTI, KRIC, 2DF1X
VT OHERE TEEREDFEEEMRBREBERET 2 EFDORETTHOAST

RERMEN T2 THRL AMLEEICIEMAINMNBRRSAN—ELEFEETEZNEET DH e < THERID E18KS5WHNSTUTHIIETH L7 ANAY A MEELALUT, HAERICHEEE WEfiks

DNMT3A ZENEAL T LHRBRIE Y T XTrvIEEDSE, ENMREERD AML D Bl gk BRI EBELET, COMRBMBEOEMIRROY IV IEEEICHEHINZREN E N

MR OER ICDENEBASHTIER N, DNMT3A ZEICE>TEUEIEY X TV AR ERAZESTIERR HDFET, BIZAIFIEIEEEN S Z 2 —O Y MEEANDIZITO YA IV THNELIGS &, HiREE ERAEEEERREHRNR
M - FEERR - #ig M

ykisi@igb.u-tokyo.ac.jp
https://www.igh.u-tokyo.ac.jp/lab/

DNMT3A ZREBH AML DFEEFRICE B E & BT EHEATED, https/researchmap.p/read0060993 =x U, LHULANS, RAICRT 2 MRS MIODEREIRD X H = X AITIENEL SN shirahige/
A TIE. DNMT3A BRICEDE U TEY 12T 1w I BZEN, BAEHD AML I %< FES>TWET, ZCTAME T, HRBMEOSRAEBRICH VT, FE7/LIBHT
HULTIE DNMT3A (L SARVRADHE IC & DIREICHEE SN, AML OIEEICRERR HBA—TVIORF VBB LE A NASHIDER - #5555\ ETHT DANZZLES
BEERILTWBEVWSREDEE, ZOENEA->TWSBETEARERL. BRIICIE ERICEES NS 2T EEBIELET,
DNMT3A ZEBE AML ICE W T RN BV AEEN AT BICAET 2L 2AET
o BT, TRV BEIEICERE DNMT3A 2R BTHNS VAV 1= MAR DL EABIRICE T BIES S/ LIBRD
TIADEREMELIC NRAS G12D BEDRMMABMFEETEEA L, AML REERIC SEUAFSHNCT D
ZEA DNMT3A ZH LA UTcEED AML OIREEZ TS D, DNMT3A ZBE(ICE->T
STV 1 XT4REE D55, AML ICEWT DNMT3A ZEZE LS THREY . . , . . . . . . . R
MTHREEERTES 2. TOREDENEL>TWSEET ORI OEETEYDEY S S R N B >
EHIHT BT HERL. DNMT3A ZRBIE AML (S BH /AR RO ERE R, A R L A2
TBe TDESIC, FHRICH - HNEENS | | REHRIEES |
WTIEYTRT(IRAREE o), Pomanen<oz — RS L OvEE
EETHRADEEERTY 99 & = n - [ R ERAR | (= 2—0Ov5MEE)
BTEICED, DNMT3AZR  smssme  Wsonp  DOMAERS)  DWIARRGL Homn T FEE
B4 AML O RE 2 BR (T B (YE7EER) (5" 74EE8)
5937215 Ti<, FET/LE vy T
B C SRR OBEMEARRS e S Lo h ’
MCU FTLWRRICHEDL o7 414 £ <[/ foie
SBEDOEIRICE DT ENE E:? ?;? TR R l T BERY 73 B D15 2L
FIhsd, ) [FR0TCUz7 1 2 ARERRRAGEE
1. Miyauchi M, et al., Kurokawa M. Efficient 3. Masamoto Y, et al., Kurokawa M. Adiponectin 5. KagoyaV, et al., Kurokawa M. NF-kB/TNF-a 1. Eto, H. and *Kishi, Y. Brain regionalization by 3. Sakai, H., et al., *Kishi, Y. Plag1 regulates neuronal 5. Kishi, Y., et al. HMGA regulates the global
production of human neutrophils from iPSCs that enhances antibacterial activity of hematopoietic positive feedback loop with active proteasome Polycomb-group proteins and chromatin gene expression and neuronal differentiation of chromatin state and neurogenic potential in

prevent murine lethal infection with immune cell
recruitment. Blood 138, 2555 (2021)

cells by suppressing bone marrow inflammation.
Immunity 44, 1422 (2016)

2. UniM, et al., Kurokawa M. Modeling ASXL1 4.  Koya J, et al., Kurokawa M. DNMT3A R882
mutation revealed impaired hematopoiesis caused mutant interacts with polycomb proteins to block
by derepression of p16Ink4a through aberrant hematopoietic stem and leukemic cell
PRC1-mediated histone modification. Leukemia differentiation. Nature Commun 5, 4770 (2014)
33, 191 (2019)
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machinery supports myeloid leukemia initiating
cell capacity. J Clin Invest 124, 528 (2014)

accessibility. BioEssays, 43(11):62100155 (2021)

neocortical neural progenitor cells. Genes to Cells, neocortical precursor cells. Nature Neuroscience,

24(10):650-666 (2019) 15, 1127-1133 (2012)

2. Eto, H., *Kishi, Y., et al. The Polycomb group
protein Ring1 regulates dorsoventral patterning of 4. Tsuboi, M., *Kishi, Y., et al. Ubiquitination-
the mouse telencephalon. Nature independent repression of PRC1 targets during
Communications, 11:5709 (2020) neuronal fate restriction in the developing mouse
neocortex. Developmental cell, 47, 758-772 (2018)
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ITET/LIVTATZIVTDHSEH

i

EIEHRMEICEZ SR EDIEE

IES/LIT7ATZIVTE. TET/LNREDT/ LT+ R ZE{bEN U Tl DEm
ZALCEA R T AEBIRRTH D, BABOYIFCAIEREORKE. 5ICIPS
i (NI ZeEterifliie) ORICEEREREZRICTHR T, MFEOV/ANFUHEL
5. TET/LAREDHBELVOELE. 7OXFYOERIBELEABE S EEHLAENS
BRANICEHSNTVRZENTRRENTVET, UL, U7OYSIVBRTREES
T/LTA RIS/ AEALEERIORF U EIREE DB ERR. SSICFDOHRDIMISE
MEICEZ B EETEESNTIFHDFEE A, FAEINET, ENIPS gzt =&l

e RENBRATEMIFEROMEIIE, MEkIc LD MEERMEDEZENEZRBTL TS e

FUlc, 51T, BB IS/ LABITICED SN (R9—) 2RI EBEZRE L. AR UIED
DT/ LR BT UTEE Ulc, AR TIE. BN IPS HIEICEET 2T/ A% REAS PS MR
HAERICER L, VOVFYBRREEDEBEFEOBREBIELET, 5. RRE REHLRERED '
P R ERR TS B AL RE PV T, BB BICEIE T B T LA LSRN, 1R (O —

AT CHERSNA IS /LA 7O SV TR LOZFDROETERIE EICS
ZAEEELABREITLIEHEBIRUET, INSOMEERBLU T TS /AVTAT I3V
RRICHESIET/LFROEBRE SR ZHA T 20 FHHAN X LDOEBE, I5(C
XITET/A)TOT S0 BRROONINRADERZBIELUET,

ZHEMEIRR AEREALENEHEAE R

E ~ iPS #if2 FHA £ 3

TS 2 gt da IR A TEi e WHIRETEAER

WFRT 204

_: ELE Kl i
- RS
i IUS/LUTATSS VY
Ny BRYOVF VI

- FIEM X ik
=2 O F 4REE

Publications
1. Nagano, M., Hu, B., Yokobayashi, S., et al., 3. Yamashiro, C., Yokobayashi, S., et al., *Saitou, 5.  *Yokobayashi, S., et al., *Saitou, M. Clonal
*Saitou, M. Nucleome programming for the M. Generation of human oogonia from induced variation of human induced pluripotent stem cells
foundation of totipotency in mammalian germline pluripotent stem cells in culture. Nat Prot, 15, for induction into the germ cell fate. Biol Reprod,
development. EMBO, in press. 1560-1583 (2020). 96, 1154-1166 (2017).
2. *Yokobayashi, S., et al. Inherent genomic 4.  *Yokobayashi, S. and *Saitou, M. Reconstitution
properties underlie the epigenomic heterogeneity of germ cell development in vitro. Cell Biology of

of human induced pluripotent stem cells. Cell
Rep, 37(5), 109909 (2021).

the Ovary, Springer, Singapore (2018).
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IET/ L\IEER

EYINNEDEMERTS DIeDICIE, RBENREICEE - AIEINZIENVETT, B
BRAEYICRITZEBBREEEDNTRICIE. Y NOXT7EFENDSHBEENEZETHD.,
Y NOXT LICERESNDF RN OATEESHEAB/NEE OBYREED. ERERE
BAEDEICHEERDET, BEERRVNCEIC, Z<OEYDOEY FAOXT I BERTICK
3T/ INER TIEREINTIC. TEY T RTrv IR T/ LBER ICL>THREZN
F9, CENP-A EMEN2 Y NAOAFICRENBREANDNIEY 1271y I REHE
LTBWTWREEZSNTIEWETH, Y MNAXTERET 270D “FET/ LIBIR D
ERICOWTEFFRRAERRNLZNWTT, HRAKXEOR/INE. INETIC, BV MAAT RO
FREDTFIVIVEDRTECZDHERE - #ERIT. T NOXTT/ LAOETIRRZED
WEBBEHFTEELIN, ZOHBENR—RIS, KFAEICEWTIE, B MOXTHE
BENDBICHER “FE7/LER ORAEOBAERIELET, Hlc. RALV M OXATE
3C. 4C. Hi-C Fr DT/ AR EMZAAG0E, TV NOXFPI/OXYFY OO/

HiRpEE
w| - EER
KRS B SERTRR)

58

tfukagawa@fbs.osaka-u.ac.jp
https://www.fbs.osaka-u.ac.jp/labs/

NEZIFAFLET, €D LT, COAV/RT MR ORFUBENTER SN H DD Fi& fukagawa/index_j.html
BEZOAEYFNERZ BEEYFE MREYE. 7/ LATZ =AU THSHICLET,
Ndc80 complex
ONC,
U bOATHEEICEEEASZER b T7REOEXE
Publications
1. Ariyoshi, M., et al.,*Fukagawa, T. Cryo-EM 3. Hara, M., etal., *Fukagawa, T. Multiple 5. Nishino, T., *Fukagawa, T., et al., CENP-T-W-S-X
structure of the CENP-A nucleosome in complex phosphorylations control recruitment of the KMN Forms a Unique Centromeric Chromatin Structure
with phosphorylated CENP-C. EMBO J 40, network onto kinetochores. Nature Cell Biol 20, with a Histone-like Fold. Cell 148, 487-501 (2012)
e105671 (2021) 1378-1388 (2018)
2. Watanabe, R., et al., *Fukagawa, T. 4. Hori, T., et al., *Fukagawa, T., Association of
CDK1-mediated CENP-C phosphorylation modulates M18BP1/KNL2 with CENP-A Nucleosome Is

CENP-A binding and mitotic kinetochore localization. Essential for Centromere Formation in
J Cell Biol 218, 4042-4062 (2019) Non-mammalian Vertebrates. Dev Cell 42, 181-189
(2017)
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INESICRE- TR - BESRDEREEEEIHMET L. RARKICIBEROBEREDETLED,
CNIFHEDENZVWEEBITELDHDINTCERTIA MEGICHESBBBEREDETIE
FIRDRIEICHEERT 2 e S, ZOEECHIEITBRANMBRATETEEND EE
Fip) ZREIE TNZERTERTOAREEETY, —4E 28U TRBPRAREE
RV ITDHTEIR. E<hSEWBEREE D DIETHSNTWETH, ZDRFIEEAEIN
Tl MEBICE > TEDBAERENME T 52 EH 50 EU EEHRINSHSNTWET,
UD\U. TRESICEES FFBAEREDIETNE S W oo FIEEBIC L > TRITHS N TWLWS DN E
KELEIL D> TWE B o ZITARIFE TIE, MEICHESFFBEREDOE T ZFHRIC
HUCBFET/LEROEBELIROMBKFNGEE UTRZ, TOAANZXLDREA
MSFFOBERIEFRAZEELE T, AMARICED. MBICHSFBEROETZDF
LNITEDRECEBET DI ENTENIL., BAEERICEDHBETRLZERELTZES
ICKRR BT 7049 — (BBREPFILI—)LO@FIBEVGE) B N> THELZEE (BB
FILA—IVHERF . 3EFILA—IVIERBRRIERT #6708) ORIEMRF ORIV, JBEED
HARICHEBTE5EEZI5NET,

S~ DA Eiwh~ D RATHE
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1. Inada H, et al., *Suzuki A. Direct reprogramming 3. Yamamoto J, et al., *Suzuki A. Cell aggregation 5. Sekiya S and *Suzuki A. Direct conversion of

of human umbilical vein- and peripheral
blood-derived endothelial cells into hepatic
progenitor cells. Nature Commun 11(1):5292
(2020)

hepatocyte-like cells through activation of Hippo
signaling. Cell Reports 25(1):183-198 (2018)

4. Miura S and *Suzuki A. Generation of mouse and
human organoid-forming intestinal progenitor cells
by direct lineage reprogramming. Cell Stem Cell

reprogramming factors. Molecular Cell 79 21(4):456-471 (2017)

(4):660-676 (2020)

2. Horisawa K, et al., *Suzuki A. The dynamics of
transcriptional activation by hepatic
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culture induces functional differentiation of induced mouse fibroblasts to hepatocyte-like cells by
defined factors. Nature 475(7356):390-393 (2011)
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ZTOMAEMEIFICRITE2EEEBRBORPBZENELET, AARTIE. INFETD 2
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1. *Akiyama, T., et al. Synthetic mRNA-based 3. Akiyama, T., et al.,, *Ko, MSH. Transient bursts of 5. Akiyama, T., et al., *Aoki, F. Inadequate histone

differentiation method enables early detection of
Parkinson's phenotypes in neurons derived from

Zscan4 expression are accompanied by the rapid
derepression of heterochromatin in mouse
Gaucher disease-induced pluripotent stem cells.

Stem Cells Trans Med. 4, 572-581 (2021) ) . .
4. Akiyama, T., et al.,, *Aoki, F. Dynamic replacement
2. *Akiyama, T., et al., *Ko, MSH. Transient ectopic of histone H3 variants reprograms epigenetic marks
expression of the histone demethylase JMJD3 in early mouse embryos. PLoS Genet. 7, 1002279
accelerates the differentiation of human pluripotent (2011)

stem cells. Development 143, 3674-3685 (2016)

deacetylation during oocyte meiosis causes
aneuploidy and embryo death in mice. Proc Natl
embryonic stem cells. DNA Res. 5, 307-318 (2015) Acad Sci U S A. 103, 7339-7344 (2006)
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1. Sakashita A., et al., Namekawa SN. 3. Sakashita A., et al., Namekawa SN. Endogenous 5. Sakashita A., et al. Kono T. XY oocytes of

Bioinformatics pipelines for identification of retroviruses drive species-specific germline

super-enhancers and 3D chromatin contacts.

Methods Mol Biol. In press 10 (2020)

2. Sakashita A., et al., Namekawa SN. 4. Maezawa S., Sakashita A., et al., Namekawa SN.
CRISPR-mediated activation of transposable Super-enhancer switching drives a burst in gene
elements in embryonic stem cells. Methods Mol expression at the mitosis-to-meiosis transition.
Biol. In press Nat Struct Mol Biol. 10 (2020)
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sex-reversed females with a Sry mutation deviate
transcriptomes in mammals. Nat Struct Mol Biol. from the normal developmental process beyond
the mitotic stage. 100 Biol Reprod 100 (2019)
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https://www.jfcr.or.jp/laboratory/
department/cancer_biology/www;/

defaulthtm
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~ IL/7RNA f ~ IL/7RNA *
Publications
1. Tachiwana, H., Dacher, M., et al., Chromatin 2. Arimura, Y., Tachiwana, H., et al., The CENP-A 4. Tachiwana, H., Kagawa, W., et al., Crystal
structure-dependent histone incorporation revealed centromere targeting domain facilitates H4K20 structure of the human centromeric nucleosome
by a genome-wide deposition assay. eLife 10, monomethylation in the nucleosome by structural containing CENP-A. Nature 476, 232-235 (2011)
€66290 (2021) polymorphism. Nat Commun. 10, 576 (2019)
2. Takizawa, Y., Tachiwana, H., et al., Cryo-EM 3. Tachiwana, H., Mlller, S., et al., HIURP

involvement in de novo CenH3(CENP-A) and
CENP-C recruitment. Cell Rep. 11, 22-32 (2015)

Structures of Centromeric Tri-nucleosomes
Containing a Central CENP-A Nucleosome.
Structure 28, 44-53 (2020)
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