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Essay zvtr

HE AR S OB EE XA B LSRR
T/ LBERERBAEFYIATICERELT,

FADEFIERNA LY 2 TH %
RNA £ #Z & &, RNA 720 L RNA
BEYVINVEDYECEER. #EE
ENRETDMRBEHT, BENS
RNAZ Oty Y I~ AREE~
% - 0 B2 B X~ 8 AR ~RNA &8
~DRICE D E T WEHIC K3,
WERMES, Bififah st MNAlEE S
BE/k VI AR SMREDS .,
MmN ETICEDL e T —Y B &
RNA #& &% >/ B hnRNP D42
BLOK - DB Bk igiE, ks
X FEMRBF D RFERTF fmr] OREE
(BRI tTmrl EYIE RNA &
VIRVETHRICEDLS). LT
RNAHA LYY EZIRIChiz %,
D RNA OZ5icEISRlIChiET S
T/ 0O F>, DNA BEFE, FA
ICE > THEHIOEWFEET T8N
THolco LD FESDIRICK S
CHOBEOHRENLTRTH S
PIWI - piRNA H, #ifEEDOHRS5T
BTHERNNZVZRY V2 ilfld 3
Z&, Ffe, TDEREEDORITH S,
# 8 & B PIWI - piRNA [, £ 312
9 RNA I ¥ F§ L—RNA pol Il % ]
Z—=DNA ZAFILIEL U\NTRH) —
EXRYEXAFILELToATOYOY
FuoEFETLZIENBHSIN. Ih
ICL>TRABEEBBINGRL, T/ -7
AN FYEEAETE (WE7R) bnd
ZE&ERoT,
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BR XEF

(RRAF B2RAER £EPRFER)

BEINlc+HEES5Y T piRNA #iE
DETZzEBRIHEzBEET SR
lcE-T VANFUPIE Y 2 RXT+
JAEMRITDEIRBARATRETH
D, HNPINPEREEEBITIRE
THEANHEVTWS, FTLWHESA
BADS AL REOHICHIHTH
NEFOLSICNEZHL D A
ZIERBITED DO EVNDE, BEBAN
DRZARICHLFRW, BSACHE
H D &£ S T, Molecular Biology of
the Cell - Sixth Edition @ P. 200
[ClE H3K9me3 & gene silencing
EEMNTWS, —7A. piRNAE R
FREEELTHSND pIRNAZ SR
IE H3KOMe3 [C&>TH-EDED
NTWaH MRRICEDRDIFED
PIRNA Z4 AT, BEIIMZIEL TX
Uhy EHDEBE%, BROEY MK
HTHREZE R DI TISBIE R =5
THBD AFPEEHRDLIRNE. £
UTHF % TY 5RDP ¥ PCNA,
H3K27ac, H3K4mel 5 7)L7 7
Ny NEHFOREIDFE., AL EN
T, #EDHED/I— N —RDH, FE
RFERDONEREICONSIEIEZDER
REFHD. PIRNA HEBEER FH5E
PDEWV, EYIBTRLGDZRFHRL
Bz SaEMREBUIERE
CH5HHBITIEH DD EFNTH
Zucchini ¥ Avocado. P-element

induced wimpy testis (Piwi) &L\ >

FERF &I BENTELWL (& B
SOIRFZFTLLOINE),

LB ZMMEL P/ LERE
B ZEK\BHEERIECHELEED
SHIEMHMES lcE SREVZIZW
foo STEIMIREZLTCHIBELIFERY
b WRNICERBTIEY L RT AT
. DNAEE, sl REN &%
HERTW5, SEEFEICED, choHE
FIRDBEZZ T2 HRETEIC
&, FEEEWDT L TRIELWESHY,
%, LR TN/ —OEEis
F Tl BCELDTEERIFE TV
W SRIRLELT, S I1ERNA
EYF OEREAREIIARDEHZT D
DERER T FFRBICDEN DL
SHREIEIODRE, PUTHEBRT
ESFERTH D, ARFIC. EFMR
BEPLEMREDERRE,. DN ED
AR EEN2OREICELTHH
AU DDEDIEDIcSEWNTH D,
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DNAXFILLICE S
T/ LEREE(LHEE DR

MEONABREDT/ LARREREY. B TFREBYOEITMNS, DNA XFILLiE
BN EM T/ AR RERHERZHIEH T 2 ENHASHEBR>TVNSED, 205
FEBIEIE< DN >TVRWN, HRIFINET, DNA XFJL{bE& DNA SHOHE® LicES
HEREICOWT, Z02RED TEEZMICHESNCUTE I, <RI, DNA E8% 4
UIeANZAFILAL DNA ICEDEFRE Uz UHRF1 A% DNMT1 OHRSTREIE TSI X ~
EHEICEI 0D LIGT OEBHHHLTWSIENRENT, S5IC, YO XFXFERN
B EENBRTHSH. UHRF1 ZE4D DNA R AN IS UTCRIRMICR St %
NI ZEMNDD olce INSDFERIE DNA XFIUELERDRFEIET 50 X hDEiE i 2=
NUTT/ AR ERICEERRE ZRIcTEEBIIRBLTWS, —A, BABICEWT
ZIEEROIBARERBE T/ LTA REZER DNA X FIL LRI 2D\ 200 F
BRI/ NIERIMER ICRITDRENIIFEAEBRBEIN TR, BAIEYAAT)LINHTH
BaERWCEMECENFEZRAWT ZEM DNA X FILEOBE R ER Rz &
3 UTco ML EORI BT HMT A B IC, RIAFTTIE DNA XAF)LEREEIC LD T/ A
REMEMSEBORAKZTERIIIEZENET %, BEERMICIE UHRF1 IRERR
LIGT UZ)L—h DO FH##E. UHRF1 JEFEE TICEWTEUBRIBET T X hDEFER
BICDOWTEMZTL, DNA XAFIVEREN T/ LARZEEZ b5 HHAZASHIC
T2, Ffe. BEET/ARZERETHS ICF #MIBERBWT. DNA XFJ)L{LESFIEIC
K27/ LR BB R BT T %, TR DEEICRWTIET/ AT RIZ2ZEH DNA
EAFIACICE R EH T TODTHBEESMNCT HEEHIC, ZREINOAEFEBERE
[CRF2T/ AT EEHERFICRITREZIASHICT 2,

(DNA)‘*)D‘II:I::I:%&‘/AEEHE*‘IM ’
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http:/Aww.ims.u-tokyo.ac.jp/
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http://www.bs.s.u-tokyo.ac.jp/~iden/

Publications

1. Nishimura, K, et al., Nakanishi, M. Cdk1-mediated
DIAPH1 phosphorylation maintains metaphase
cortical tension and inactivates the spindle assembly
checkpoint at anaphase. Nature Commun 10, 981
(2019)

2. Johmura, Y, et al., Nakanishi, M. Fbx022-mediated
KDM4B degradation determines selective estrogen
receptor modulator activity in breast cancer. J Clin
Invest 128, 5603-5619 (2018)

3. Ishiyama, S, et al., Nakanishi, M. Structure of the
DNMT1 reader module complexed with a unique
two-mono-ubiquitin mark on histone H3 reveals the

basis for DNA methylation maintenance. Mol Cell 68,

350-360 (2017)

. Shimada, M, et al., Nakanishi, M. Essential role of

autoactivation circuitry on Aurora B-mediated
H2AX-pS121 in mitosis. Nature Commun 7, 12059
(2016)

. Johmura, Y, et al., Nakanishi, M. S¢Ff022.KDM4A

targets methylated p53 for degradation and regulates
senescence. Nature Commun 7, 10574 (2016)

. Johmura, Y, et al., Nakanishi, M. Necessary and

sufficient role for a mitosis skip in senescence
induction. Mol Cell 55, 73-84 (2014)

Hirokawa, T, et al., Nakanishi, M. CBP-93872 inhibits
NBS1-mediated ATR activation, abrogating
maintenance of the DNA double-strand break-specific
G2 checkpoint. Cancer Res 74, 3880-3889 (2014)

11.

Nishiyama, A, et al., Nakanishi, M. Uhrf1-dependent
H3K23 ubiquitylation couples maintenance DNA
methylation and replication. Nature 502, 249-253
(2013)

Unoki M, et al. CDCA7 and HELLS mutations
undermine nonhomologous end joining in
centromeric instability syndrome. J Clin Invest.
129:78-92.(2019)

. Maenohara S, Unoki M, et al. Role of UHRF1 in de

novo DNA methylation in oocytes and maintenance
methylation in preimplantation embryos. PLoS
Genet. 13:1007042.(2017)

To, TK., etal., DNA methylation within transcribed
regions. Plant Physiol 168, 1219-1225 (2015)
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DNAXFIL{ELEH3K9OMe3D
ML T DIBEE S

DNA XFIEPEZ Y H3KO DAF)U I, VAN FY DS T RZ T 28R F
FHIRMBINRIET/ LERTH D, INSDIET/LERDFELE - MEBIETEDLSICHE
U, ZUCEMREREHR I 2DITHEBRAIRHEICEDLSICEREN T DN
IR RDE VN RIFER T, FET/LBRICEDBELFHIRIIE ORI BRI D
HEEERELT AEFFUEINICEREAF PAFIL ICL S DNA #EFF X FIL1L,
UHRFTIC LB ERXRRNYH3IPPAFIO D I EFFUEE DML SETDB1 I £ %
H3K9me3 DIEIZICER L. TNZND D FEETEEEYFNGH RN SBESMNCT 2,
[fFZ2IER 1] 2EFF1E PAF15 Ic&k3 processivity £k DNA #5 X F) LS D #EER

DNA 75> 7THh5 PCNA &HEEAT 2EWMEF PAF15 (&, DNA B & EIEL
T DNA MR XA FILE Z SIS 23703 RF TH 2, K15 £ K24 a1 FFobEIhic
PAF15 (PAF15Ub2) (&, DNA # X FILILEESR DNMT1 Z 8B &5+ ~MIHEUHAD,
PCNA : PAF15Ub2 : DNMT1:DNA OEEREEEZ Y ZA A BEFBEWIREICID BN F
FRATCIRTE U, HEELEEHE U7 DNA HERFXF)AL DI Tia ) TR DO ERAZ BIE Y,
[fZE1EH 2] UHRF1 &3 VILFE/IEFFUIEMMDRZREE DAZRR

DNA R XFILETIEDNMTT ENILFZIVICE/ A FFUEMEZ T e A N
H3 % PAF15 [£&k>T DNA XFILE YA MIFEDAEN S, LH L. UHRFT AR s 2
EXRY H3¥® PAF15 OXILFE/AEFFAEEDIAHEE T TH S, KIEEHTIE
UHRF1 : E2 ¥R - EBEEEHZ X RERBEERA PO S ABFEME TR,
UHRF1 29 2 ILFE/ IEF FAEMO B OFRAZBIE Y.

[fZEIEE 3] 1EFF>1t SETDBI1 IckdE AN H3KOme3 DREIL - EEIEHEDERT

H3K9me3 DHEIL - &% 175 SETDB]1 (& SET KX >AD insertion loop DE
JAEFFUADN SET RA1 D& (folding) SSEEICEETHS, LEFF UL
SETDB1 @i AigiEzx X RiERBEBIT TARAEL, AEFF{bIC LD SETDBT @
Coupled Folding and Activation ##E = B9 L. AEFF LB HELULER MY
H3K9me3 DFEIL - ERHEIBEEIAT 5,

T/ LIERENORIERE
W )

("uuﬂ.
m’\

m
UHRF14(B01 SRR HIOPAF 150)
/% FEUEC LTS T L
\’ A
| 3, EREAMN (H3KOmed) IO MR B
SETDE1

mt r — i“’;
EB/AELFL
EZ UBEZE

insertcn folding and sctivation
2ESF AL SSETDB1 Dooupied
| folding and sctivationd@BDMH

RARE
BH &KF
BEM I RPAEGER R
HEHIR
aritak@yokohama-cu.ac.jp
http://www-mls.tsurumi.yokohama-cu.ac.jp/
xtal-mls/members/kyouhei/index.html

Publications

1. Jimenji T., et al., Arita K. Structure of PCNA in Ferry L., et al., Arita K., Defossez PA. Methylation of 7.
complex with DNMT1 PIP box reveals the basis for DNA Ligase 1 by G9a/GLP recruits UHRF1 to
the molecular mechanism of the interaction. BBRC replicating DNA and regulates DNA methylation. Mol
516, 578-583 (2019) Cell 67, 550-565 (2017) & 8 B

2. Kori S, et al., Arita K. Structure of the UHRF1 Unoki M., Arita K. et al. Lysyl 5-Hydroxylation, a 8.
Tandem Tudor Domain bound to a methylated Novel Histone Modification, by Jumonji Domain
non-histone protein, LIG1, reveals rules for binding Containing 6 (JMJD6) J. Biol. Chem. 288, 6053-6062
and regulation. Structure 27, 485-496 (2019) (2013) 9

3. Ishiyama S, et al., Arita K. Nakanishi M. Structure of Nishiyama A. et al., Arita K. Nakanishi M.
the Dnmt1 reader module complexed with a unique Uhrf1-dependent ubiquitylation of histone H3 at
two-mono-ubiquitin mark on histone H3 reveals the lysine 23 couples maintenance DNA methylation and 10

basis for DNA methylation maintenance. Mol Cell 68,

350-360 (2017)
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DNA replication. Nature 502, 249-253 (2013)

Arita K. et al. Recognition of modification status on a
histone H3 tail by linked histone reader modules of
the epigenetic regulator UHRF1. Proc Natl Acad Sci
USA 109 12950-12955 (2012)

Arita K. et al. Recognition of hemi-methylated DNA
by the SRA protein UHRF1 by a base-flipping
mechanism. Nature 455 818-821 (2008)

Arita K. et al. Structural basis for histone N-terminal
recognition by human peptidylarginine deiminase 4.
Proc Natl Acad Sci USA. 103, 5291-5296 (2006)

. Arita K. et al. Structure basis for Ca2+-induced

activation of human PAD4. Nat.Sstruct. & Mol. Biol.
11, 777-783 (2004)

STEMRRIEIEST/ LAEHROERNEEEIE A01
XNV {EffEraseric&kdMEINTIES /LD

HEET « 22 B hl i s oD % BA

MY - BECERICEIIZITET/ LADHBEEMICF VAN FUEBEZRET DL
AR AEREESR (Writer) B K OBEEMEESR (Eraser) D RGN EZE TH 2, LH L.
ZDBIRICH TS Eraser DIEEEIXIFEAEASHTIEERW, HAIEEZA R H3KO XF/)L
1t (H3K9me) TRESINBDATOVAXFUICEDHIHIN I ES/ LADHER - Zo)ik
BEBNCETIVEY THEIORBERERWTHEITL T\, ZDHF T H3KOme-Eraser
TH2 Epel BIANTOVANFVZHEMICHEL WS IEZRBWELI (K1) . 7/A

IBBENGAT OO FUTEEEMUNETEL. BRENICATOVAONF U ZRL
KIRADE(ES|IEL T, Epel (& Eraser EUTCZDOEFMNATOYZANFY (ectopic
heterochromatin: EHC) ZE3 37217 T X FILESEMFEIRERIC EHC F2RL
ZREBIICIHE I %, —77 Epel BEBHNATOIZOYFVICEEL. G2 HIZ RNAIIC
KFETBATOIONFUERZEELLRD S BBORIIC 27280 H3K9me Z&1&ET
ZETATOVONF VDL EMFTERL WD, DED. Epel (& Eraser & LTREIFT
FR ATOVARF VR ARET WS BDEEER DL, 7/ LA2ED H3K9me
ICKBIFINTET/ ADHERS - SIEICHORBEREIZRICLTWSI &R, AR T
BUTORZAESHNCT S (1) BEF - £10F - BERTEZRFEL T EEL Epel I
£BATOVOXRFVDEE. SEECHIFEON FEBZRIAT 2, (2) PRERTIIIRE
Zit. BEEEBREANDDEDEICATOIOXFYD/IY —VDEET %o CDEFIC
Epel BRI REIZHSNICT B, (3) DREF THSNIC Eraser (CLHINFINTES
JLHIEEEN L DIEMREY THHRET 20D ZOEBIEICDOWTHSMNTT %,

B Epellz & AT ES/ LFHEIC DO THFHARTCHLNM T B &,

Eraselc & 3@ 0MEE

H3K9me “Writer" H3K9me “Eraser”

RRAEIAT O2OFF
DEDLIER

Epellc & SRNAIES Lz
H3KSme"§ilR" @

HRNAT 07 O F > B LA Ty

(BB RERMRET)
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Publications
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yota@mail.sci.hokudai.ac.jp
http://wwwchem.sci.hokudai.ac.jp/~bo/

1.

Sorida M. et al., Regulation of ectopic
heterochromatin-mediated epigenetic diversification
by the JmjC family protein Epe1. PLoS Genet 15:
€1008129. (2019)

Kawakami, K. et al. A novel RNAi protein, Dsh1,
assembles RNAi machinery on chromatin to amplify
heterochromatic siRNA. Genes & Dev 26, 1811-1824
(2012)

10

2. Kajitani, T. et al., Ser7 of RNAPII-CTD facilitates Nakama, M. et al., DNA-RNA hybrid formation

heterochromatin formation by linking ncRNA to RNAI. mediates RNAi-directed heterochromatin formation.

Proc Natl Acad Sci USA 114, E11208-E11217 (2017) Genes to Cells 17, 218-233 (2012)
3. Suzuki, S. et al., Histone H3K36 trimethylation is Shimada A., et al., Phosphorylation of Swi6/HP1

essential for multiple silencing mechanisms in fission regulates transcriptional gene silencing at

yeast. Nuc Acid Res 44, 4147-4162 (2016) heterochromatin. Genes & Dev 23, 18-23 (2009)
4.  Oya, E. et al., Mediator Directs Co-transcriptional Dohke K., et al., Fission yeast chromatin assembly

Heterochromatin Assembly by RNA
Interference-Dependent and -Independent Pathways.
Plos Genet 9, e1003677 (2013)

factor 1 assists in the replication-coupled
maintenance of heterochromatin. Genes to Cells
13,1027-43 (2008)

Kato, H., et al., RNA polymerase Il is required for
RNAi-dependent heterochromatin formation. Science
309, 467-469 (2005)

. Nakagawa H. et al., Fission yeast CENP-B homologs

nucleate centromeric heterochromatin by promoting
heterochromatin specific histone tail modifications.
Genes & Dev 16, 1766-1778 (2002)
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BEARICBITEZERVAVFUIEED

fE L 1 tm (DA

A TEMRAE TIEE T O B A AR A OB T A L B S b IlE D RO S E D
HANDYIDBEZICH ST BEARICFRHE SN ONFUBEDBBENEE TV,
DNA XF)Lb, EXRAERR, FEE ARV VO TFUIEE T VI EIC K> THREERICIE
T/ MNERERE TSRS THBRIC. COBBEIIBEOHER D pre-meiotic
SHIZBICO L2 ZDBEE BT 2L DICEK EHEIND, EDDOIHHEE—D A0
HISMEASO G2 Bl T 20 Ml CIERESNBWIZ— IR LB EBENER
RIND, BEHHEEEOIONYF U EEOBEELHEABOSIEOEREMBICIER
2% DRENESNEFERNICHBDBATINS,

BAEINET, BEAHICEBENZIONF U AR TICOWTIHRZ{T>TE
K TIE. Dpre-meiotic SEAD VAN FVBELEE X X2 AHZX LD, Q4
D EDSBEADBEADBBIEDSRIANTFY RXA VO, 2 DDAEHN OSBRI
7OV ETEME R SRR RT OIS/ LB RERICEDLIHERDEVERER IR
ERMTEANZXLOERBZRET,

BEARICETHIBERIOIFIEBEDTEIL

EREHE

thmm SR~ )\~
t : -~
T
mmEE  —- — = —_ —_ t
Ll mREn !
l
DHERATA S AR E~OURL Y
CHEHREMEHELERBEMERR
ORGSR LR BHIEESR
OHERARD ARSI HAOTNA
Mitalic growth Initiation of malosis

MEIOSIN BEERRICETTEIIE0Y

RARE
A8 E—BB
AR P HEEATR
TRIT AR
ishiguro@kumamoto u.ac.jp
http://www.imeg.kumamoto-u.ac.jp/
bunya_top/chromosome-biology/

T-ANCRAT S,
ZOMEFOMEERMA LS L FEEHH
HEREHEAODDRLCERHS,
Publications
1. Ishiguro K. The cohesin complex in mammalian Kumar R., Ishiguro K., et al. MEI4: a central player in 9. Ishiguro K., et al. A new meiosis-specific cohesin
meiosis. (Review) Genes Cells 24, 6-30. (2019) the regulation of meiotic DNA double strand break complex implicated in the cohesin code for
. = formation in mouse. J. Cell Science 128, 1800-1811 homologous pairing. EMBO report 12, 267-275
2. Ishiguro K., et al. Zscan4 is expressed specifically (2015) 2011)
during late meiotic prophase in both
spermatogenesis and oogenesis. In Vitro tKim J., Tlshiguro K. (t: equally contributed), et al. 10. Ishiguro K. et al. Chromosome cohesion in mitosis
Cell.Dev.Biol. 53, 167-178 (2017) Meikin is a conserved regulator of meiosis-I-specific and meiosis. (Review) J.Cell Science 120, 367-369
. ) kinetochore function. Nature 517, 466-471 (2015) (2007)
3. Ishiguro K., et al. Expression analysis of the
endogenous Zscan4 locus and its coding proteins in Ishiguro K., et al. Meiosis-specific cohesin mediates
mouse ES cells and preimplantation embryos: In homolog recognition in mouse spermatocytes.
Vitro Cell.Dev.Biol. 53, 179-190 (2017) Genes Dev. 28, 594-607 (2014)
4. Ishiguro K., et al. The cohesin REC8 prevents Shibuya H., Ishiguro K., et al. The TRF1-binding

illegitimate inter-sister synaptonemal complex.
EMBO reports 17, 783-784 (2016)
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protein TERB1 promotes chromosome movement
and telomere rigidity in meiosis. Nat. Cell Biol
16:145-156 (2014)
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Publications
1. Nomura S, Aburatani H, et al. Cardiomyocyte gene Matsumura Y, Aburatani H, et al. H3K4/H3K9me3 9.
programs encoding morphological and functional Bivalent Chromatin Domains Targeted by
signatures in cardiac hypertrophy and failure. Nat Lineage-Specific DNA Methylation Pauses Adipocyte
Commun. 9:4435 (2018) Differentiation. Mol Cell. 60:584-96 (2015) 10

2. Hama N, Aburatani H, et al. Epigenetic landscape
influences the liver cancer genome architecture. Nat
Commun. 9:1643 (2018)

3. Hiraike Y, Aburatani H, et al. NFIA co-localizes with
PPARy and transcriptionally controls the brown fat
gene program. Nat Cell Biol. 19:1081-1092 (2017)

4. Kondo A, Aburatani H, et al. Extracellular Acidic pH
Activates the Sterol Regulatory Element-Binding
Protein 2 to Promote Tumor Progression. Cell Rep.
18:2228-2242 (2017)

Nagae G, Aburatani H, et al. Tissue-specific
demethylation in CpG-poor promoters during cellular
differentiation. Hum Mol Genet. 20:2710-21 (2011)

Wendt KS, Aburatani H, et al. Cohesin mediates
transcriptional insulation by CCCTC-binding factor.
Nature. 451:796-801 (2008)

Nagano T, et al. Cell-cycle dynamics of
chromosomal organization at single-cell resolution.
Nature 547, 61-67 (2017)

Nagano T. et al. Comparison of Hi-C results using
in-solution versus in-nucleus ligation. Genome Biol
16, 175 (2015)

. Nagano T et al. Single-cell Hi-C reveals cell-to-cell

variability in chromosome structure. Nature 502,
59-64 (2013)
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Publications

1. lIsono, K., et al., *Koseki, H. SAM Domain
Polymerization Links Subnuclear Clustering of PRC1
to Gene Silencing. Dev Cell 26, 565-577 (2013)

2. *Kondo T, etal., *Koseki, H. Polycomb Potentiates
Meis2 Activation in Midbrain by Mediating Interaction
of the Promoter with a Tissue-Specific Enhancer. Dev
Cell 28, 94-101 (2014)

3. Blackledge, NP, et al., *Klose, RJ. Variant PRC1
complex-dependent H2A ubiquitylation drives PRC2
recruitment and polycomb domain formation. Cell
157, 1445-59 (2014)

4. Sharif, J., et al., *Koseki, H. Activation of
Endogenous Retroviruses in Dnmt1—/— ESCs
Involves Disruption of SETDB1-Mediated Repression
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by NP95 Binding to Hemimethylated DNA. Cell Stem
Cell 19, 81-94 (2016)

*Endoh, M., et al., *Koseki, H. PCGF6-PRC1
suppresses premature differentiation of mouse
embryonic stem cells by regulating germ cell-related
genes. Elife 6. €21064 (2017)

Almeida, M., et al., *Brockdorff, N. PCGF3/5-PRC1
initiates Polycomb recruitment in X chromosome
inactivation. Science 356, 1081-1084 (2017)

*Dong, Y., et al.,*Koseki H. EPC1/TIP60-mediated
histone acetylation facilitates spermiogenesis in
mice. Mol Cell Biol 37, €00082-17 (2017)

Conway, E., et al., *Bracken, AP. A Family of

Vertebrate-Specific Polycombs Encoded by the
LCOR/LCORL Genes Balance PRC2 Subtype
Activities. Mol. Cell, 70, 408-421 (2018)

*Yakushiji-Kaminatsui, N., et al., *Koseki H. Variant
PRC1 competes with retinoic acid-related signals to
repress Meis2 in the mouse distal forelimb bud.
Development 145, pii: dev166348. doi:
10.1242/dev.166348 (2018)

. Ikawa, T., et al. Conversion of T cells to B cells by

inactivation of polycomb-mediated epigenetic
suppression of the B-lineage program. Genes Dev
30, 2475-2485 (2016)
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Publications

1. Miyagi S, lwama A, et al. The chromatin binding
protein Phf6 restricts the self-renewal of hematopoietic
stem cells. Blood 133, 2495-2506 (2019)

2. Wang C, lwama A, et al. Ezh2 loss promotes
transformation of early T cell precursors by
propagating pathogenic DNA hyper-methylation at
T-cell developmental regulator genes. J Clin Invest
128, 3872-3886 (2018)

3. Sashida G, lwama A, et al. The loss of Ezh2
cooperates with an active JAK2 mutant in the
pathogenesis of myelofibrosis and sensitizes
tumor-initiating cells to bromodomain inhibition. J
Exp Med 213, 1459-1477 (2016)

4. Koide S, lwama A, et al. Setdb1 maintains

hematopoietic stem and progenitor cells by
restricting the ectopic activation of
non-hematopoietic genes. Blood 128, 638-649 (2016)

Sashida G, lwama A, et al. Ezh2 loss promotes
development of myelodysplastic syndrome but
attenuates its predisposition to leukemic
transformation. Nat Commun 5, 4177 (2014)

Yamazaki S, lwama A, et al. Non-myelinating
Schwann cells in the mouse bone marrow niche
maintain haematopoietic stem cell hibernation
through TGF-B signaling. Cell 147, 1146-1158 (2011)

Oguro H, lwama A, et al. Poised lineage specification
in multipotent hematopoietic stem and progenitor

cells by the polycomb protein Bmi1. Cell Stem Cell 6,

279-286 (2010)

8. Asada S, Kitamura T, et al. Mutant ASXL1
cooperates with BAP1 to promote®myeloid
leukaemogenesis. Nat Commun 9, 2733 (2018)

9. Nagase R, Kitamura T, et al. Expression of mutant
Asx|1 perturbs hematopoiesis and promotes
susceptibility to leukemic transformation. J Exp Med
215, 1279-1247 (2018)

10. Inoue D, Kitamura T, et al. Myelodysplastic
syndromes are induced by histone
methylation—altering ASXL1 mutations. J Clin Invest
123, 4627-4640 (2013)
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Publications

1.

Kojo S., et al., Taniuchi I. Runx-dependent and
silencer-independent repression of a maturation
enhancer in the Cd4 gene. Nat. Commun. 9:3593,
(2018).

Kakugawa K., et al., Taniuchi I. Essential roles of

SATB1 in specifying T lymphocyte subsets. Cell Rep.

19:1176-1188 (2017).

Tanaka H., et al., Taniuchi I. Epigenetic Thpok

2. Taniuchi l. CD4 helper/ CD8 cytotoxic T cell silencing limits the time window to choose CD4+
differentiation. Annual Rev Immunol. 36:579-601 helper-lineage fate in the thymus. EMBO J.

(2018). 32:1183-94 (2013).

3. Wada H., et al., Taniuchi I. Requirement for intron 7. Setoguchi R., et al., Taniuchi I. Repression of the
structure in activating the Cd8a locus. Proc. Natl. Transcription Factor ThPOK by Runx Complexes in
Acad. Sci. USA. 115:3440-3445 (2018). Cytotoxic T Cell Development. Science 319:816-819

(2008).

4. Kojo S., et al., Taniuchi I. Priming of

lineage-specifying genes by Bcl11b is required for
lineage choice in post-selection thymocytes. Nat.
Commun. 8:702 (2017).
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lkawa T., et al., Kawamoto H. Conversion of T cells
to B cells by inactivation of polycomb-mediated
epigenetic suppression of the B-lineage program.

10.

Genes Dev 30: 2475-2485 (2016).

lkawa T., et al., Kawamoto H. An essential
developmental checkpoint for production of the T cell
lineage. Science. 329: 93-96 (2010).

Wada H., et al., Kawamoto H. Adult T-cell
progenitors retain myeloid potential. Nature 452;
768-772 (2008).
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1.

Niwa, H.* The principles that govern transcription
factor network functions in stem cells. Development
145, dev147520(2018)

Nakai-Futatsugi, Y.* and Niwa, H.* Zscan4 is
activated after telomere shortening in mouse
embryonic stem cells. Stem Cell Reports 6, 1-13
(2016)

Adachi, K., et al. Context-dependent wiring of Sox2
regulatory networks for self-renewal of embryonic
and trophoblast stem cells. Mol Cell 52, 380-392
(2013)

Martello, G., et al. Esrrb is a pivotal target of the
GSK3/Tcf3 axis regulating embryonic stem cell
self-renewal. Cell Stem Cell 11, 491-504 (2012)

Niwa, H.*, et al. Quantitative expression of Oct-3/4
defines differentiation, dedifferentiation or
self-renewal of ES cells. Nat Genet 24, 372-376
(2000)

5. Niwa, H.*, et al. A parallel circuit of LIF signaling 9.
pathways maintains pluripotency of mouse ES cells.
Nature 460, 118-122 (2009)

6. Masui, S.*, etal. Pluripotency governed by Sox2 via
regulation of Oct3/4 expression in mouse embryonic 10. Niwa, H., et al. Self-renewal of pluripotent embryonic
stem cells. Nat Cell Biol 9, 625-635 (2007) stem cells is mediated via activation of STAT3. Genes

. . . ) Dev 12, 2048-2060 (1998)
7. Niwa, H.* How is pluripotency determined and

maintained? Development 134, 635-646 (2007)

8. Niwa, H.*, et al. Interaction between Oct3/4 and
Cdx2 determines trophectoderm differentiation. Cell
123, 917-929 (2005)
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HEF: 2019412H2H

ST R ARZERF AT

Invited speaker :

Dr. Heinrich Leonhardt (University of Munich) EFE X
Dr. Pierre-Antoine Defossez (Paris Diderot University)

RFEYVERT—I23v 7 IEIIXTav I HIHERCEER HiE
HEF: 201912848 (HFFEAN &)

BFEVMERTA—F L BHLETEICHITDREEK//OVF [/ %ERE
HEF: 2019612850 (HEAAFE)

DFEYFRI—IYav T TES/ LEREBELREELT I/ LAREN
EVORFA—HAZE—YavDIOR M= HiE

HEF: 20194 1286H (EEA AR FEL)

Invited speaker :

Dr. Heinrich Leonhardt (University of Munich) EEX %

WMRZEERESF— HiE

HEF: 2019412894

BT NVRAEN (HEEAHBA)

Invited speaker :

Prof. Ueli Grossniklaus (University of Zurich)

Prof. Pierre-Antoine Defossez (Paris Diderot University )
Prof. Heinrich Leonhardt (University of Munich) ER% &

BITEREET—I2ay 7, B18ERXIIFIVAMRS i
A5 20195F12822~248 SRR AMER

BIEIERRS Y RIIL

Hik: 2020 3R17~18H

BT RERE KERE

Invited speaker :

Dr. Kristian Helin (Memorial Sloan Kettering Cancer Center) EE 1%
Dr. Huck Hui Ng (Singapore Genome Institute) EFRX

Dr. Bing Zhu (Chinese Academy of Science)

Dr. William J Greenleaf (Stanford University)

Dr. Xin Chen (Johns Hopkins University)

EfE> v iRYv.L2nd HMGU-Japan symposium
FEfiTeEE (O F BTERE DM
HE:2020F3827~28H

BAT ERAZFIU SR

speaker: BH HE
FI4EHFRIEY XTI AMREFR HiE

HE: 2020F5821~22H

BT BENBEHETR V17505
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A 2020F6R21~22H

BRTRRA WERTU—ET
FREHFBEFERE HEIVIRIVA
A 2020F9R16~18H
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